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Reaction to Chapter 13: Pre-History
In chapter 13 of The Autobiography of a Species in 23 Chapters, Matt Ridley (1999) attempts to explain how voluntary actions in adapting to the environment as part of evolution could have influence genetic changes that separate different species despite a common origin. Ridley (1999) begins by stating that the resemblance between embryological genes as seen in the DNAs of humans, worms, flies, and chicks could imply a commonality in their origin. Ridley (1999) makes the analogy that since different languages often have a similar origin, the similarity in the genetic code on the DNA of the different species and that of man could point to a similar origin. More specifically, there existed an original language that was spoken at a specific time by a certain group of people, some of whom moved in smaller groups to different regions at different times, thereby giving rise to new languages which are all related to the original language (Ridley, 1999). Ridley (1999) proposes that by analyzing the words of the different languages created by the smaller groups of people who migrated, we can identify how the differences in the environments and technologies that they possessed impacted the development of the new languages.
Similarly, the genetic differences in different groups of people can reflect the differences in the cultures, environments, and technologies owned by the different groups as they migrated (Ridley, 1999). Despite the additional genetic combinations and exchange of technologies as people intermarried, Ridley (1999) thinks that analyzing their genes could reveal how their environments and cultures influenced genetic changes. For instance, in explaining why the Ashkenazi are resistant to Tuberculosis, he proposes that the mutation on chromosome 9, which resulted in the Ashkenazi being susceptible to Tay-Sachs disease but resistant to Tuberculosis could reflect that as they migrated, they settled in a congested environment where Tuberculosis was rampant, and their genes, therefore, mutated to confer them with resistance against Tuberculosis (Ridley, 1999). Likewise, when explaining why some individuals have a higher alcohol tolerance, he posits since individuals who can effectively process large amounts of alcohol have a gene on chromosome 4 which allows the overproduction of alcohol dehydrogenases to break down the additional alcohol, which could mean that their ancestors took up alcohol drinking as they migrated (Ridley, 1999). Similarly, the gene responsible for manufacturing lactase enzymes after infancy on chromosome 1 developed in certain groups of people who are lactose tolerant, which could imply that these groups of people took up frequent milk drinking as they migrated, while the lactose intolerant groups did not (Ridley, 1999). Ridley (1999) proposes that although it is not yet discovered, a similar link can explain how the mutation on the BRCA2 breast cancer gene on chromosome 13 that predisposes certain people to breast cancer came about.
Despite Ridley’s analogy between linguistic and genetic variation having some plausible connections, genetic interactions are more complex than linguistic ones. For instance, the differences between German and French genes are more complex than those between French and German language (Ridley, 1999). Perhaps those mutations in chromosomes, 1, 4, 9, or 13 could be completely unrelated to environmental or cultural changes in the individuals with the mutations. Similarly, we now know of spontaneous mutations that arise in different species, which could be the case for these genes. Ridley’s analogy mainly accounts for how induced mutations occur since they are caused by several environmental factors that alter DNA make-up. On the other hand, spontaneous mutations occur due to malfunctioning of normal physiological processes (Keightley et al., 2015). As such, the complexity of genetic interactions and mutations could undermine Ridley’s proposition.
Nonetheless, owing to the speculative nature of most of the conclusions made regarding evolution, Ridley’s proposition could be worth pursuing. Such a pursuit, however, will need to separate spontaneous mutations from induced mutations and specify the particular environmental factors that gave rise to the induced mutations. Furthermore, it would require an accurate analysis of the genealogies of different individuals with these mutations, which may be made difficult by the complexity of genetic interactions as different individuals intermarry. This could then reveal the original genetic make-up from which the mutated variants developed, which could be a big step in understanding our evolutionary origins. Perhaps, then, this could be expanded to compare how humans and other species have common evolutionary origins.
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